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Abstract
In translational obesity research, objective assessment of adipocyte sizes and numbers is
essential to characterize histomorphological alterations linked to obesity, and to evaluate
the efficacies of experimental medicinal or dietetic interventions. Design-based quantitative
stereological techniques based on the analysis of 2D-histological sections provide unbiased
estimates of relevant 3D-parameters of adipocyte morphology, but often involve complex
and time-consuming tissue processing and analysis steps. Here we report the application of
direct 3D light sheet fluorescence microscopy (LSFM) for effective and accurate analysis of
adipocyte volumes and numbers in optically cleared adipose tissue samples from a porcine
model of diet-induced obesity (DIO). Subcutaneous and visceral adipose tissue samples
from DIO-minipigs and lean controls were systematically randomly sampled, optically
cleared with 3DISCO (3-dimensional imaging of solvent cleared organs), stained with eosin,
and subjected to LSFM for detection of adipocyte cell membrane autofluorescence. Individual adipocytes were unbiasedly sampled in digital 3D reconstructions of the adipose tissue
samples, and their individual cell volumes were directly measured by automated digital
image analysis. Adipocyte numbers and mean volumes obtained by LSFM analysis did not
significantly differ from the corresponding values obtained by unbiased quantitative stereological analysis techniques performed on the same samples, thus proving the applicability of
LSFM for efficient analysis of relevant morphological adipocyte parameters. The results of
the present study demonstrate an adipose tissue depot specific plasticity of adipocyte
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growth responses to nutrient oversupply. This was characterized by an exclusively hypertrophic growth of visceral adipocytes, whereas adipocytes in subcutaneous fat tissue depots
also displayed a marked (hyperplastic) increase in cell number. LSFM allows for accurate
and efficient determination of relevant quantitative morphological adipocyte parameters.
The applied stereological methods and LSFM protocols are described in detail and can
serve as a guideline for unbiased quantitative morphological analyses of adipocytes in other
studies and species.

Introduction
Worldwide, the prevalence of obesity and its sequelae, such as the metabolic syndrome (MetS),
is constantly rising [1]. Particularly visceral adiposity and the development of an associated
local and systemic inflammatory response are key determinants in the pathogenesis of the
human MetS [2,3]. In translational research, various experimental obesity models of different
species are used to study obesity related metabolic derangements and their role in the pathogenesis of adiposity related diseases [4]. In addition to “classic” rodent models of adiposity,
also diverse large animal models (LAM) are increasingly used due to their physiological and
metabolic similarities to humans [4,5]. Göttingen minipigs (GM) with diet induced obesity
(DIO) exhibit severe subcutaneous and visceral adiposity, diverse metabolic dysregulations,
such as disturbed glucose tolerance, and develop manifest histopathological adipose tissue
inflammation, which is restricted to the visceral adipose tissue [6]. Understanding of the pathogenesis-relevant processes in the adipose tissue during development of obesity and the MetS
requires a joint consideration of histomorphological changes, such as adipocyte hypertrophy/
hyperplasia and alterations of the cellular tissue composition due to infiltration of inflammatory cells, as well as associated molecular alterations, such as differential abundances of inflammatory cytokines and lipokines in the adipose tissue. Relevant morphological changes of
adipocytes in developing or manifest obesity are best characterized by unbiased quantitative
analyses of the number, the volume, and the mean volume of adipocytes in a defined adipose
tissue depot. These parameters allow for an objective identification, definition, and comparison of already subtle quantitative morphological alterations of cells [7–9], such as adipocytes,
e.g., by differentiation of hyperplastic and hypertrophic adipocyte growth patterns [10,11].
Quantitative parameters of adipocyte morphology can thus also help to interpret the results of
e.g., lipidomic, transcriptomic, proteomic, or metabolomic profiling analyses of adipose tissue
samples [12]. A thorough analysis of obesity related changes in adipose tissue samples should
therefore also include quantitative morphological analyses. The generally accepted “gold-standard” for quantitative morphological analyses in histological tissue sections are so-called
“unbiased quantitative stereological” analysis methods, combined with (systematic) random
sampling methods [13,14]. Unbiased quantitative stereological analyses are capable to provide
assumption-free, accurate and precise estimates of quantitative morphological parameters (i.e.,
volumes, surfaces, lengths, numbers) of the examined tissue structures of interest with known
error probabilities by analysis of adequately sampled and oriented histological sections, using
appropriate stereological probes [7–9,15,16]. In various biomedical research disciplines, such
as neurosciences or nephrology, unbiased quantitative stereological analysis methods have
become an indispensable component in studies involving quantitative analyses of histomorphological tissue features [13,17,18]. However, application of unbiased quantitative stereological methods is often regarded quite time consuming and cumbersome, since these methods
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usually require the observance of strict sampling designs and often use special histotechniques,
such as plastic embedding and preparation of thin sections [16].
Here, we report the application of 3D light sheet florescence microscopy (LSFM) of
optically cleared adipose tissue samples as a simple, fast and elegant approach to characterize
the relevant quantitative changes of adipose tissue and adipocyte morphology in different adipose tissue depots of the DIO minipig model. LSFM of optically cleared tissue specimen is a
rapidly evolving imaging technique [19–21], allowing for direct 3D imaging of cellular details
in tissue samples up to the size of several cm3, e.g., to visualize complex vascularization patterns
of organs, tumor samples [22,23], or adipose tissue depots [24]. For LSFM, the tissue specimens are cleared, i.e., made optically transparent, using a variety of different possible methods
and protocols. The cleared samples are then directly (without physically sectioning) imaged in
3D, using a laser light sheet fluorescence microscope. Here, a light sheet of defined laser light
wavelength is generated, which illuminates a few microns thin plane of the sample. Fluorescent
signals induced within this tissue plane, either by autofluorescence of distinct tissue structures,
or by fluorescent marker molecules introduced into the tissue (e.g., by transgene expression of
fluorescent molecules, fluorescence labelled antibodies, lectins or exogenously administered
substances), are captured by a camera. As the sample moves through the light sheet, parallel
optical fluorescence images are captured, corresponding to the position of the light sheet in
the sample. The resulting image stack can be computed to create a digital volume rendered 3D
reconstruction of the sample that can be viewed, virtually rotated and sectioned in all three
dimensions of space, using appropriate software programs, which may also include tools for
digital morphometric image analysis in 3D [20]. Fig 1 shows a schematic illustration of the
LSFM technique for examination of cleared adipose tissue samples. Comprehensive descriptions of the LSFM principle, different clearing methods and applications of LSFM are provided
in the pertinent literature [19–21,23,25,26]. In translational obesity research, LSFM has already
proven its practicability for 3D imaging of adipose tissue, as well as for the visualization of
sympathetic innervation, vascular networks, or inflammatory foci in cleared (murine) adipose
tissue samples, using specific fluorescence labelled antibodies or lectins [24,27]. The swift and
direct visualization of 3D tissue structures by LSFM, and the direct measurability of morphological features of these structures by digital 3D-image analysis could also efficiently simplify
analyses of adipocyte volumes and numbers, which can, so far, only be determined unbiasedly
using comparably elaborate and time-consuming quantitative stereological analysis methods.
The present study was designed to evaluate the suitability of LSFM-based quantitative morphological analyses to provide accurate (i.e., precise and unbiased) measures of adipocyte volumes and numbers for characterization of obesity-related alterations of adipocyte growth
patterns in different adipose tissue depots of the Göttingen minipig DIO model. To prove the
accuracy of the LSFM-analysis results, unbiased quantitative stereological analyses were independently performed on representative samples taken from the same animals and adipose tissue depots. The described methods may serve as a guideline for unbiased quantitative
morphological analyses of adipose tissue in future studies involving different translational obesity models and experimental animal species, as well as for examination of human adipose tissue specimens.

Materials and methods
Experimental design
Key determinant quantitative morphological parameters of adipocytes (Table 1) in subcutaneous (s.c.) and visceral (visc.) adipose tissue depots were determined in obese DIO minipigs
and lean control animals, using unbiased quantitative stereological analysis methods, as well as
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Fig 1. LSFM analysis of cleared adipose tissue samples. An optically cleared adipose tissue sample is placed in the sample chamber of the laser light sheet
microscope. A laser light sheet (green) of specific wavelength illuminates the in-focus plane either from one or both sides of the sample. This excites
fluorophores within the tissue sample (here: autofluorescence of adipocyte cell membranes) and the emitting light is detected perpendicular to the illumination
axis by a digital camera. By moving the sample stepwise (step size: 5 μm) along the vertical axis (red arrow) a series of optical section fluorescence images (zstack) is acquired, that is used to compute a volume rendered 3D image reconstruction of the adipose tissue sample.
https://doi.org/10.1371/journal.pone.0248594.g001

light sheet fluorescence microscopy (LSFM) based analyses of optically cleared adipose tissue
samples. All quantitative morphological analyses were performed on representative adipose
tissue samples, generated by systematic uniform random (SUR) sampling [8,28]. The volume
densities and the total volumes of adipocytes in the adipose tissue were determined in hematoxylin and eosin (HE) stained standard paraffin sections and calculated from the fractional
areas of adipocyte cross section profiles within adipose tissue sections and the total volume of
the respective adipose tissue depots [8].
For LSFM-based quantitative morphological analyses, SUR sampled adipose tissue samples
were optically cleared according to an established 3DISCO (3 dimensional imaging of solvent
cleared organs) protocol [25] and post-stained with eosin to enhance the autofluorescence signal intensity of (adipocyte) cell membranes for LSFM. 2D optical fluorescence image stacks of
the cleared samples acquired by LSFM were computed to digital 3D reconstructions of the
Table 1. Analyzed quantitative morphological parameters of adipocytes.
Abbreviation

Parameter

V(ATD)

Volume of the adipose tissue depot (ATD)

VV(AC/ATD)

Volume density of adipocytes in an adipose tissue depot

V(AC,ATD)

Total volume of the adipocytes in an adipose tissue depot

NV(AC/ATD)

Numerical volume density of adipocytes in an adipose tissue depot

N(AC,ATD)
v��ðAC;ATDÞ

Total number of adipocytes in an adipose tissue depot

Vi(AC,ATD)

Individual cell volume of an adipocyte in an adipose tissue depot

Mean volume of adipocytes in an adipose tissue depot

https://doi.org/10.1371/journal.pone.0248594.t001
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samples, using a standard imaging and analysis software. Quantitative morphological analyses
of LSFM images for determination of adipocyte numbers and volumes were performed, using
the same stereological probes for unbiased sampling and counting of cells as applied in unbiased quantitative stereological analyses. The numerical volume densities of adipocytes within
their corresponding adipose tissue depots were determined, using the disector method [8,29].
The total number of adipocytes per adipose tissue depot was calculated from their numerical
volume density and the total volume of the respective adipose tissue depot. Individual adipocyte volumes were directly measured in volume rendered 3D reconstructions of the adipose
tissue samples, using automated 3D digital image analysis. The mean cellular adipocyte volumes were calculated from the individual volumes and the number of analyzed adipocytes.
The results of the LSFM-based quantitative morphological analyses were verified by unbiased quantitative stereological analysis techniques, using the physical disector method [8,29]
with isotropic uniform random (IUR) sections of plastic embedded SUR adipose tissue samples [8,30–32]. The results of both analysis approaches were statistically compared to evaluate
the suitability of LSFM of optically cleared adipose tissue samples for quantitative morphological adipocyte analyses.

Animals
The tissue samples analyzed in the present study were derived from 5 female, ovariectomized,
28 to 30 month old, lean (mean body weight (BW): 46 ± 3 kg) and 6 obese (mean BW: 113 ± 6
kg) Göttingen minipigs. These animals had been euthanized and necropsied in the course of a
previously published study on the DIO minipig model [6]. All animal experiments were conducted according to the German Animal Welfare Act and the ARRIVE guidelines and Directive 2010/63/EU, and with approval of the ethics committee of the Government of Upper
Bavaria and its permission (permission number: AZ 55.2-1-54-2532-60-2015). Pigs were anesthetized by intramuscular injection of ketamine (Ursotamin, Serumwerke Bernburg, 20 mg/kg
BW) and azaperone (Stresnil, Elanco, 2 mg/kg BW) followed by intravenous application of
ketamine and xylazine (Xylazin 2%, Serumwerk Bernburg). The animals were then euthanized
under anesthesia by intravenous injection of pentobarbital (Release, WDT, at least 450 mg/10
kg BW) and immediately subjected to necropsy.

Volume determination of adipose tissue depots
Two different (white) adipose tissue depots within previously defined anatomical borders [6]
were examined, the subcutaneous (s.c.) adipose tissue depot of the back and the visceral (visc.)
adipose tissue. The s.c. adipose tissue depot was defined as the subcutaneous adipose tissue
covering the dorsal aspect of the back from the first to the last lumbar vertebra, ventrally limited by the plane of the transverse processes of the lumbar vertebrae. The visceral adipose tissue
was defined as the subperitoneal adipose tissue attached to the abdominal wall, excluding the
omental-, and mesenteric-visceral adipose tissue. At necropsy, these adipose tissue depots
were separated mechanically and weighed to the nearest gram. The density of the adipose tissue was determined using the submersion technique, as previously described [6,30,31], and
accounted for ρ = 0.9 ± 0.02 g/cm3 on the average (with no significant differences between different adipose tissue depots in lean and obese pigs). The volumes of the different adipose tissue
depots were calculated from their weights and density [6,30,31].

Systematic uniform random (SUR) sampling of adipose tissue specimen
For unbiased quantitative stereological analyses, as well as for LSFM-based quantitative morphological analyses, each 6 representative tissue specimens of approximately 1 cm x 1 cm x 1
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cm were systematically uniformly randomly (SUR) sampled from the s.c. and the visc. adipose
tissue depots of each pig (S1 Fig), as previously described [6,30]. In the visceral adipose tissue
depot, samples were only taken from areas without macroscopically evident inflammatory
alterations. The excised tissue samples were fixed in neutrally buffered 4% formaldehyde solution for >12 hours.

Determination of the volume densities and of the total volumes of
adipocytes per adipose tissue depot
The formalin-fixed adipose tissue samples destined for unbiased quantitative stereological
analyses were bisected. One half of each sample (i.e., 6 s.c. and 6 visc. adipose tissue SUR samples per case) were routinely embedded in paraffin in arbitrary orientation, sectioned and
stained with hematoxylin and eosin (HE). The volume density of adipocytes in an adipose tissue depot (VV(AC/ATD)) was determined, using the Visiomorph image analysis system with
Newcast software (Visiopharm A/S, Denmark). VV(AC/ATD) was calculated as the fractional
area of section profiles of adipocytes and the corresponding adipose tissue in 29 ± 5 SUR sampled fields of view at 100x microscopic magnification, using the point counting method (S2
Fig), as described earlier [8,31,33]. Per case, 92 ± 15 points were counted, on the average. The
total volume of adipocytes in an adipose tissue depot (V(AC,ATD)) was calculated as the product
of VV(AC/ATD) and the total volume of the adipose tissue depot (V(ATD)).

Sample processing for LSFM-based quantitative morphological analyses
SUR sampled, formalin-fixed adipose tissue specimens were optically cleared (Fig 2), using a
slightly modified version of the established 3DISCO protocol [25], with chemicals purchased
from Sigma Aldrich, Germany. After washing off the fixation solution in tab water for 2 hours,
the samples were processed through series of clearing solutions: 50% tetrahydrofuran (THF,
1h), 50% THF (12h), 70% THF (8h), 80% THF (12h), 100% THF (12h), 100% THF (1h), 100%
dichloromethane (DCM, 30 min. until the tissue sample sinks), benzyl alcohol benzyl benzoate
(BABB, 10 min.), BABB (20 min.), BABB (30 min). To avoid compression of samples, the samples were placed in individual, sufficiently large containers and cleared in large volumes of the
respective clearing solvents (i.e., “free-swimming” samples; tissue-to-solvent ratio approximately 1:20). To increase the autofluorescence signal intensity of adipocyte cell membranes
(Figs 2C and 3), the cleared tissue samples were then stained with eosin solution (ST Infinity
H&E staining system, ref. 3801098, Leica, Germany) for 45 minutes, after rehydrating the samples in a series of 100% isopropyl alcohol (30 min.), and 100%, 96%, 90%, 80%, 70%, 50%

Fig 2. Optical clearing and eosin staining of cleared adipose tissue samples. A. SUR sampled, formalin-fixed adipose tissue sample. B. Adipose tissue sample
from A after 3DISCO clearing. Note the transparency and the reduced size of the cleared tissue sample, as compared to A. C. Eosin stained, cleared adipose
tissue sample. Bar = 1 mm.
https://doi.org/10.1371/journal.pone.0248594.g002
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Fig 3. LSFM analysis of 3DISCO cleared, eosin-stained adipose tissue samples. A. Bottom part of the laser light sheet microscope (UltraMicroscope 2,
LaVision Biotec). A cleared and eosin-stained adipose tissue sample is mounted on a specimen holder (black arrow). The asterisk marks the sample chamber
(closed with a lid). Inset: Detail enlargement of the 3DISCO cleared, eosin-stained adipose tissue sample. B. Adipose tissue sample illuminated by a laser light
sheet (green light, 520/40 nm) in the sample chamber. C. Detail enlargement of B. Note the green laser light sheet and the green-yellow autofluorescence of the
sample. D. Macroscopic picture of the laser illuminated adipose tissue sample. Single adipocytes are already grossly discernible.
https://doi.org/10.1371/journal.pone.0248594.g003

ethanol and tab water (each for 30 min.). The stained adipose tissue samples were rinsed in tab
water until the added water remained unstained, and then dehydrated in the same alcohol
series applied for rehydration, transferred to BABB, and stored in in BABB in the dark at
4–8˚C until further examination.
The extent of tissue shrinkage associated with the clearing and staining process was calculated from the individual adipose tissue sample volumes of 16 s.c. and visc. adipose tissue samples of lean and obese pigs, determined before and after the clearing/staining procedure, using
the submersion technique [30,31,34] with 4% formaldehyde solution (ρ = 1.0165 g/cm3) or
BABB (ρ = 1.0969 g/cm3) as submersion liquids (at 20˚C).
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LSFM and quantitative morphological analyses
For LSFM analysis (Figs 2–5, S1 Video), the 3DISCO cleared, eosin-stained adipose tissue samples
were examined with an UltraMicroscope II—zoom box configuration (LaVision BioTec GmbH,
Germany) with dual side illumination and triple sheet optics on each side generating laser light
sheets perpendicular to the direction of detection. The microscope was equipped with a SuperK
EXTREME EXW12 white laser (NTK Photonics, Germany) with a wavelength range from 465 to
2400 nm, a 2x objective lens (Olympus MVPLAPO 2X/0.5 NA) combined with an adjusted, custom-made dipping cap (LaVisionBiotec) optimized for liquids with a refractive index of 1.56 ± 0.1,
an Olympus MVX-10 zoom body (Olympus, Hamburg, Germany) providing magnification steps
from 0.63x to 6.3x, and a Andor Zyla 4.2 Plus sCMOS camera (Oxford Instruments GmbH, Germany). BABB was used as medium. Z-stacks of fluorescence images of 5 μm optical thickness were
acquired at 520/40 nm (excitation range) and 585/40 nm (emission range) for detection of autofluorescence (Fig 4). With the used objective lens and the applied analysis settings, also a lateral resolution of approximately 5 μm was achieved. 3D volumetric sample reconstruction images (Fig 4,
S1 Video) were computed, using ImSpector Pro64 (vers. 5.1.328, LaVision Biotec GmbH, Germany), and arivis Vision4D (vers. 3.0, arivis, Germany) software tools.
For control of the LSFM-image (pixel/voxel-size) scaling and to monitor the realistic rendering of object shapes and volumes in digital 3D-LSFM reconstructions, fluorescently
labelled, spherical microbeads (PS-FluoRot 100, batch: PS-FluoRot-Fi274, microParticles
GmbH, Germany) with a defined diameter of 99.9 ± 1.8 μm (i.e., similar to the size of adipocytes) were used as control objects. These polystyrene beads are shape- and volume-stable
(non-shrinking), resistant to organic and aqueous solvents, have a smooth, non-porous

Fig 4. 2D LSFM section image and digital 3D reconstruction of an adipose tissue sample. A. 2D LSFM autofluorescence image from an optical section image
stack acquired in a 3DISCO cleared, eosin stained s.c. adipose tissue sample. Autofluorescence signals of adipocyte cell membranes acquired at 585/40 nm
(emission range) wavelength (excitation range: 520/40 nm) and are shown in white color. Areas of indistinctly broadened cell membranes (encircled in red)
represent tangential sections of cell membranes (adipocyte “tops” or adipocyte “bottoms”). B. Digital 3D reconstruction of the s.c. adipose tissue sample,
computed from a z-stack of 322 optical section plane images with a step size of 5 μm, containing the image shown in A. The 3D reconstruction is freely rotatable
and can be virtually sectioned in all directions of space (compare to S1 Video). Note the presence of strands of connective tissue traversing through the s.c.
adipose tissue sample (arrows in A and B). Bar = 100 μm.
https://doi.org/10.1371/journal.pone.0248594.g004
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Fig 5. Unbiased number weighted sampling of adipocytes in 3D LSFM image reconstructions of optically cleared adipose
tissue samples with the disector for determination of adipocyte numbers and individual adipocyte volumes. A. Randomly
sampled 2D optical LSFM autofluorescence image planes (look-up- and reference-section plane) with a defined distance (50 μm).
Corresponding fields of view in the look-up section plane and the reference section plane are superimposed with unbiased
counting frames. All adipocyte cross section profiles present in the look-up section are marked with the “Magic Wand” tool
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included in the arivis Vision4D imaging and analysis software and labelled with individual colors. Adipocytes which also occur in
the reference section are automatically displayed in the same colors. Section profiles of adipocytes which are sectioned by the
reference section plane, but not by the look-up section plane remain unlabelled (black). For illustration purposes, one cross
section of an adipocyte that is sectioned by the reference section plane but not by the look-up section plane is highlighted by an
asterisk. Adipocytes which are only sectioned by the reference section plane but not by the look-up section plane are than
sampled, using unbiased counting frames, i.e., cells are only sampled/counted, if their section profiles are either entirely located
within the sampling frame, or if they touch one of the “inclusion” lines (green lines) without touching one of the “exclusion” lines
(red). B. Disector sampled adipocytes in the 2D reference section plane (left image) and in the 3D LSFM image reconstruction of
the adipose tissue sample, virtually sectioned at the level of the disector reference section (right image). The sampled adipocytes
are labelled with the “Magic Wand” tool, which also calculates the individual adipocyte cell volumes. Individual adipocytes and
their corresponding section profiles are shown in corresponding, individual colors. The asterisks mark the same adipocyte as in A.
Bars = 200 μm.
https://doi.org/10.1371/journal.pone.0248594.g005

surface, display a refractive index of 1.59 (i.e., similar to the refractive index of BABB (1.56))
and exhibit a red fluorescence at Ex/Em 530nm/607nm. The mean physical (“true”) volume of
the microbeads (522 ± 28 x103 μm3) was calculated (V = (4/3)� π� r3) from their mean diameter
and standard deviation (as indicated by the manufacturer and verified by microscopic measurements of 50 randomly selected beads, S4A Fig). For LSFM-imaging, approximately 100
microbeads were immobilized by embedding in a ~0.5 cm3 cube of agar (Agar-Agar, Kobe I,
Carl Roth GmbH & Co KG, Germany). The agar block was fixed in 4% neutrally buffered
formaldehyde solution (12 hours) and subsequently processed according to the 3DISCO-clearing protocol described above. The microbead control sample was then imaged and analysed,
using the same LSFM-instrument-, image-acquisition-, and analysis-settings, as for analysis of
adipose tissue samples. Additionally, the correct calibration of the z-stage drive of the LSFMinstrument was confirmed in regular intervals, using a digital micrometer (RS Components
GmbH, Germany). The diameters and volumes of microbeads were measured in the digital
LSFM z-stack images and corresponding 3D reconstructions (S4B–S4E Fig) and compared to
the “true” physical bead-diameters and -volumes.
For analysis of adipocyte numbers in the adipose tissue depots, the mean adipocyte volumes
(v(AC,ATD)) and the individual adipocyte volumes (Vi(AC,ATD)), adipocytes were unbiasedly sampled
using the disector method [8,29,35]: from each 2D autofluorescence LSFM image stack, two technically impeccable optical section plane images (a reference section and a look up section) with a
distance of 50 μm (i.e., 10 section planes apart) were randomly sampled from the middle third of
the image stack. Using the “split screen” function of the arivis Vision4D software, both optical section planes were displayed side by side on the same screen. In both optical section planes, corresponding fields of view were SUR sampled at appropriate magnification. Adipocytes sectioned by
the reference section, but absent in the look-up section were identified, using the “Magic Wand”
tool of the arivis Vision4D software (analysis settings: dark objects, tolerance: 10000), as illustrated
in Fig 5. Using unbiased counting frames [7,8,29,36,37] superimposed on the digital images of the
corresponding fields of view, 116 ± 23 adipocytes were sampled and counted per adipose tissue
depot, on the average. The “Magic Wand” tool was also used to directly label individual adipocytes
in the volume rendered 3D image reconstruction of the adipose tissue sample, and to measure the
individual cell volumes of adipocytes unbiasedly sampled with the disector (based on the number
of voxels within the unstained centre of the cell that is completely surrounded by a continuously
stained cell membrane). The measured individual adipocyte cell volume values were subsequently
corrected for the shrinkage associated with the 3DISCO clearing and eosin staining procedure of
the tissue samples. The mean adipocyte volume (v(AC,ATD)) was calculated as the mean of the
(shrinkage corrected) individual adipocyte volumes measured in all tissue samples from one adipose tissue depot. The total numbers of adipocytes (N(AC,ATD)) in the s.c. and visc. adipose tissue
depots were calculated from total volume of adipocytes and the corresponding mean adipocyte volume(s).
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Verification of LSFM-based quantitative morphological analysis results by
unbiased quantitative stereological analyses
For verification of LSFM-based quantitative morphological analysis results, each twelve SUR sampled, formalin-fixed, halved, subcutaneous and visceral adipose tissue samples of lean and obese
pigs were randomly sampled and processed for estimation of cell numbers and mean volumes by
unbiased quantitative stereological analyses. The adipose tissue samples were processed to generate
isotropic uniform random (IUR) sample section planes, using the orientator method, as described
previously [6,30–32]. For shape stability and better visual contrast, the fixed adipose tissue samples
were encased in ink-blackened agar [30] to avoid mechanical deformation/compression of soft adipose tissue samples during the further processing steps (S3 Fig). The IUR samples were then
embedded in glycolmethacrylate/methylmethacrylate (GMA/MMA) plastic embedding medium
[38]. From each GMA/MMA embedded tissue block, a series of at least nine consecutive serial sections with a nominal section thickness of 1.00 μm was cut. The factual section thicknesses were
measured by spectral reflectometry, as previously described in detail [35] and accounted for
1.34 ± 0.28 μm on the average. The sections were then stained with HE.
The tissue shrinkage associated with the embedding in GMA/MMA was calculated from the
quotient of the IUR section plane area of the tissue sample prior to GMA/MMA embedding and
the tissue section profile area of the first (complete) section, as described previously (S3 Fig) [31].
On the average, the GMA/MMA embedding related volume shrinkage of adipose tissue samples
accounted for 21 ± 0.001%, corresponding to a linear tissue shrinkage factor fs of 0.93 ± 0.0006.
The numerical volume density of adipocytes per adipose tissue depot (NV(AC/ATD)) was determined, using the physical disector principle (Fig 6), as described earlier [8,29,35]. From each series
of consecutive (nominally) 1 μm thick GMA/MMA sections, two neighboured sections were randomly sampled. In the first section (reference section) 15 ± 8 fields of view were SUR sampled at
200x magnification and superimposed with unbiased counting frames of 300 μm x 300 μm edge
length [7,8,29,36,37]. The corresponding section areas in the second section (look-up section) were
located, aligned to the reference section, and also superimposed with unbiased counting frames.
Using the unbiased counting frames, adipocyte cell nuclei (not adipocytes) were counted (Q-), if
their section profiles were present in the reference section but absent in the look-up section (Fig
6). The counting process was then repeated with interchanged roles of the reference- and look-up
sections, thus doubling the efficiency of the counting process. Per adipose tissue depot, 62 ± 12 adipocytes (nuclei) were counted in 242 ± 124 fields of view in 16 ± 3 analyzed pairs of disector sections, on the average. NV(AC/ATD) was then calculated as described in Eq 1.
The corresponding coefficients of error (CE) of the numerical volume density estimates,
considering the variances originating from the sampling within sections, were calculated as
described previously [39] and accounted for 0.1 ±0.01 on the average. The total number of adipocytes in an adipose tissue depot (N(AC,ATD)) was calculated as the product of NV(AC/ATD) and
V(ATD). The mean volume of adipocytes in an adipose tissue depot (v(AC,ATD)) was calculated
as the quotient of VV(AC/ATD) / NV(AC/ATD).

Eq 1. Numerical volume density of adipocytes in an adipose tissue depot
NVðAC=ATDÞ ¼

!
P
Q
P
� f 3s
h � AðATDÞ

NV(AC/ATD) Numerical volume density of adipocytes (AC) in an adipose tissue depot
(ATD).
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Fig 6. Illustration of the physical disector method for unbiased sampling and counting of adipocytes (nuclei). A physical disector consists of two parallel,
corresponding tissue sections (A, B) of known distance, randomly sampled from a series of consecutive sections. The distance of both sections (i.e., the disector
height, h) is defined by the thickness of sections (d), and by the number of sections between them. The aligned (SUR sampled) fields of view are superimposed
with unbiased counting frames of known area with exclusion (red) and inclusion lines (green). Thus, a specified tissue volume is defined between both section
planes, in which particles, such as cells or cell nuclei, can be unbiasedly sampled and counted independent of their shape, size, or orientation. For analysis of
numerical volume densities of (uninuclear) cells, usually cell nuclei are sampled with the physical disector, since they can easily be rediscovered in disector
sections with a disector height of approximately one third of the mean minimal nucleus diameter. Using the unbiased counting frames, particles are counted, if
they are present within the first (reference) section (A) but absent in the second (look-up) section (B).
https://doi.org/10.1371/journal.pone.0248594.g006

∑Q- Cumulative number of all counted adipocyte cell nuclei (Q-) in all disectors examined
per adipose tissue depot.
h Disector height, i.e., the distance between the reference and the look-up section.
∑A(ATD) Cumulative adipose tissue section area within the unbiased counting frames in all
SUR sampled reference section fields of view.
h x ∑A(ATD) Cumulative volume of all disectors examined per adipose tissue depot.
fs Linear tissue shrinkage factor (0.93 for GMA/MMA embedded porcine adipose tissue,
and 0.92 for 3DISCO cleared and HE stained porcine adipose tissue).
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Histomorphometric measurement of adipocyte cross section profile
parameters
In order to also provide histomorphometric measurements of “commonly used” 2D adipocyte
section profile parameters, the mean adipocyte section profile-areas, and -(maximal) diameters, as well as the adipocyte section profile-numbers per section area (i.e., the numerical area
densities of adipocyte section profiles) were determined in HE-stained IUR-cryo-sections
[8,30,32,40] prepared from each three systematically randomly sampled, subcutaneous and visceral adipose tissue samples from 3 lean-, and 3 obese pigs. Per case, an average of 1054 ± 405
adipocyte section profiles were randomly sampled with unbiased counting frames and analyzed using a standard automated image analysis software (Definiens, Germany).

Statistical analyses
Data are presented as means ± standard deviations per group (lean and obese minipigs) and
adipose tissue depot (s.c. and visc.). Distribution and variance homogeneity analyses and statistical comparisons between different groups were performed, using GraphPad Prism (version
5.04, GraphPad Software, USA) and Microsoft Excel (Microsoft, USA), with appropriate statistical tests, as indicated.

Results
Total adipocyte volumes in subcutaneous and visceral body fat depots of
lean and obese minipigs
The volume densities of adipocytes in the subcutaneous adipose tissue depot (VV/(AC/ATD)) did
not significantly differ in obese (0.91 ± 0.04%) and lean (0.87 ± 0.04%) minipigs, whereas the
volume densities of adipocytes in the visceral adipose tissue depot were significantly increased
in obese (0.93 ± 0.02%) vs. lean (0.89 ± 0.01%) minipigs.
In both adipose tissue depots, the total adipocyte volume was significantly increased in
obese vs. lean minipigs, by >860% (s.c.), and by >340% (visc.), respectively (Fig 7A).

LSFM-based quantitative morphological analyses of adipocyte volumes and
numbers
LSFM of 3DISCO cleared, eosin-stained adipose tissue samples allowed for an unambiguous
autofluorescence detection of continuous adipocyte cell borders and generation of precise 3D
sample reconstructions from optical LSFM image stacks, with identification of single adipocytes (Figs 4 and 5, S1 Video). The applied clearing/staining procedure was associated with a
volume shrinkage of the tissue samples of 21 ± 5.4% (corresponding to a linear tissue shrinkage
factor of fs = 0.92) on the average (without significant differences between lean and obese
minipigs or s.c. and visc. adipose tissue samples). Using the arivis Vision4D vers. 3.0 imaging
and analysis program for generation, viewing, volume rendering, and analysis of 3D tissue
sample reconstructions enabled an easy and swift acquisition of individual volumes of adipocytes, unbiasedly sampled with a disector probe.
The correct LSFM-image (pixel/voxel-size) scaling and rendering of object shapes and volumes in digital 3D-LSFM reconstructions was confirmed by imaging and volume analysis of
fluorescent microbeads with a defined size comparable to that of adipocytes. In their digital
3D-image reconstructions, the beads appeared as spheres (i.e., retainment of shape, S4 Fig)
and the bead volumes determined in their digital 3D-images (534 ± 14 x103 μm3) precisely
matched with the “true” bead volumes calculated from their physical diameters
(522 ± 28 μm3), with a mean deviation of under 5% (p > 0.3). Compared to 2D section based
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Fig 7. Key determinant quantitative morphological adipocyte parameters in s.c. and visc. adipose tissue depots of lean (n = 5) and obese (n = 6)
minipigs. A. The total volumes of adipocytes in the s.c. and the visc. adipose tissue depots were determined from the volume density of adipocytes in the
adipose tissue and the total volume of the respective adipose tissue depot. B, C. The mean volumes and the total numbers of adipocytes in an adipose tissue
depot were obtained by LSFM-based quantitative morphological analyses. Data are means ± standard deviations. t-test. � : p < 0.05; �� : p < 0.01; n.s.: not
significant (p > 0.05).
https://doi.org/10.1371/journal.pone.0248594.g007
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unbiased quantitative stereological analyses, LSFM-based quantitative morphological analyses
were associated with considerably lower time- and work-expenditure. This difference was primarily due to the considerably faster sample clearing process and LSFM imaging procedure, as
compared to the generation and analysis of histological (serial) sections of plastic embedded
tissue samples.

Obesity associated changes of adipocyte numbers and mean volumes in
subcutaneous and visceral body fat depots identified by LSFM-based
quantitative morphological analyses
In both lean and obese minipigs, respectively, the mean cellular volumes of adipocytes (v(AC,
ATD)) in the subcutaneous adipose tissue depots were not significantly different from the mean
volumes of adipocytes in the corresponding visceral adipose tissue depots of the same animals
(paired t-tests; p > 0.3).
The adiposity associated increase of the total volumes of both the subcutaneous and the visceral adipose tissue depots in obese vs. lean minipigs was consistently associated with significant increases of the mean cellular volumes of adipocytes. On the average, the obesity
associated increase of the mean volume of adipocytes in the subcutaneous adipose tissue depot
of lean vs. obese animals accounted for 361%, and 406% in the visceral adipose tissue depot
(Fig 7B).
In the subcutaneous adipose tissue depot, the total number of adipocytes per adipose tissue
depot (N(AC,ATD)) was also significantly increased in obese vs. lean minipigs, accounting for an
almost triplication (270% increase) of adipocyte numbers. In the visceral adipose tissue depot,
however, the obesity associated increase of the mean cellular volumes of adipocytes in obese
vs. lean minipigs was not associated with a significant (p = 0.44) increase of the total numbers
of adipocytes (Fig 7C).
The measured individual adipocyte volumes (Vi(AC,ATD)) ranged over three decimals from
0.013 x 106 μm3 to 15.9 x 106 μm3, with the largest adipocytes being present in the visceral adipose tissue of obese minipigs. Regardless of the increased mean cellular adipocyte volumes in
obese vs. lean minipigs, the individual adipocyte volumes in both s.c. and visc. adipose tissue
samples of lean and obese minipigs were normally distributed (Fig 8).

Verification of LSFM-based quantitative morphological analysis results by
unbiased quantitative stereological analyses
The results of the LSFM-based analyses of the absolute numbers of adipocytes in the different
adipose tissue depots (N(AC,ATD)), and of the mean adipocyte volumes in optically cleared s.c.
and visc. adipose tissue samples of lean and of obese minipigs did not significantly differ from
the corresponding values obtained by unbiased quantitative stereological analyses (paired ttest; p > 0.4). Indeed, the mean percentual deviation of the results obtained by both analysis
methods was only 1.04 ± 3.0% for the total numbers of adipocytes, and 1.14 ± 3.1% for the
mean volumes of adipocytes in the s.c. and the visc. adipose tissue depots in lean and obese
minipigs.

Histomorphometric measurement of adipocyte cross section profile
parameters
The mean adipocyte section profile -areas, and -(maximal) diameters in sections of s.c. and
visc. adipose tissue depots of obese minipigs (s.c.: 16545 ± 3174 μm2, and 179 ± 17 μm; visc.:
24196 ± 4796 μm2, and 207 ± 21 μm) were significantly (p > 0.05) increased (by > 200%,
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Fig 8. Relative distribution of individual adipocyte volumes in % classes of the mean adipocyte volume in the subcutaneous adipose tissue depot (A) and the
visceral adipose tissue depot (B) of lean (n = 5) and obese (n = 6) minipigs (obtained by LSFM-based analyses of optically cleared adipose tissue samples). The
bars represent the percentual numbers of adipocytes with individual volumes ranging in 20% classes of the mean adipocyte volume. Data are means ± standard
deviations. t-test. � : p < 0.05, �� : p < 0.01.
https://doi.org/10.1371/journal.pone.0248594.g008

respectively by > 150%), as compared to lean control animals (s.c.: 8088 ± 1476 μm2, and
122 ± 9 μm; visc.: 10548 ± 3031 μm2, and 139 ± 20 μm). In contrast, the numerical area densities of adipocyte section profiles were significantly higher (> 50%) in lean (s.c.: 1156 ± 189 n/
106 μm2; visc.: 769 ± 90 n/106 μm2) than in obese minipigs (s.c.: 557 ± 91 n/106 μm2; visc.:
386 ± 83 n/106 μm2).

Discussion
Discussion of study aims and the general experimental design
The aims of the present study were to evaluate the suitability of LSFM-based quantitative morphological analyses to provide precise and unbiased measures of adipocyte volumes and numbers to characterize obesity-related, fat depot specific alterations of adipocyte growth patterns
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in the large animal model (LAM) of diet induced obesity (DIO) in Göttingen minipigs [6].
Methodologically, the use of an LSFM-based approach for quantitative volume- and numberanalyses of adipocytes was motivated by the principal advantages of LSFM-analyses, allowing
for a quick and straightforward 3D-visualization and morphological analysis of tissue elements
in optically cleared, intact (adipose) tissue samples [24,27,41]. Provided the reliability and
accuracy of obtained measurement results, LSFM-based analyses thus hold a great potential to
efficiently examine relevant quantitative (and qualitative) histomorphological parameters of
adipocytes with less effort and analytical travail than conventional quantitative morphological
analysis methods that depend on 2D histological sections.
The experimental design of the study was thus conceived to warrant an objective evaluation
of the accuracy of LSFM-based quantitative morphological measurement data of adipocyte
volumes and numbers. For this, LSFM-measurement data were compared to the results of adipocyte volume and number analyses obtained by unbiased quantitative stereological analysis
methods, representing the gold-standard of quantitative histomorphological analyses in biological tissue samples.
To warrant the comparability and unbiasedness of the results obtained by both analysis
approaches, representative adipose tissue samples (of identical animals) were generated by systematic uniform random sampling [8,28,30,31,42] and either subjected to LSFM-analysis, or
processed for unbiased quantitative stereological analysis. Both analyses approaches used the
disector method [8,29,35] for unbiased sampling and analysis of adipocytes, ensuring that the
selection of analyzed adipocytes within the examined tissue samples were not biased by the
size, shape, and orientation of the adipocytes.
Factors confounding the accuracy of quantitative morphological analysis results in both
approaches, such as the embedding-, respectively clearing-related shrinkage of tissue samples
[43], incorrect and/or variable factual thicknesses of the analyzed histological sections [35],
and potential LSFM-imaging artifacts (leading to a distortion of adipocyte shapes and volumes
in digital 3D image reconstructions generated from LSFM-image z-stacks) [44] were precisely
determined and corrected, or, respectively, minimized by using adequate technical equipment
and defined test-particles as shape/volume-controls.

Discussion of the LAM-DIO model and relevant quantitative
histomorphological adipocyte parameters
In the present study, the established LAM of DIO in Göttingen minipigs was used to objectively quantify and characterize obesity related alterations of growth patterns of (unilocular)
adipocytes in different adipose tissue depots [6]. Animals of this DIO model reproducibly
develop pathogenetically relevant metabolic derangements and histological alterations which
are also observed in the human metabolic syndrome (MetS). Due to their body size, minipigs
can provide abundant amounts of sample materials, available for extensive analyses by
methodologically different approaches. DIO Göttingen minipigs display histomorphologically
manifested multifocal adipose tissue inflammation and degeneration, exclusively occurring in
the visceral (visc.) adipose tissue, but not in subcutaneous (s.c.) body fat depots [6]. In humans,
visceral adiposity and adipose tissue inflammation are associated with many adverse metabolic
effects, including insulin resistance [45], dyslipidemia [46], and hypertension [47]. They are
also considered to play key roles in the pathogenesis of the (human) metabolic syndrome
(MetS) [48], which is also significantly correlated with an increased risk of cardiovascular complications, such as myocardial infarction and stroke [49]. In obese patients with the MetS, as
well as in murine DIO models, inflammatory adipose tissue alterations preferentially affect the
visceral adipose tissue depot(s) [48]. The inflammation is (histo)morphologically characterized
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by increased numbers of lymphocytes and macrophages, along with locally and systemically
increased levels of inflammatory cytokines, such as tumor necrosis factor alpha (TNFα) and
interleukin 6 (IL-6), partially deriving from adipocytes [48,50]. The abundance levels of free
fatty acids and of adipose tissue derived hormones, such as adiponectin and leptin are also
altered in obesity and in the MetS [48,51,52]. Since many years, (translational) obesity research
is focused on detection and characterization of obesity associated functional and molecular
adipose tissue alterations, such as metabolic, lipidomic, transcriptomic and proteomic changes
associated with the development of adipose tissue inflammation and the MetS. Different studies also examined morphological changes of adipocytes during development of adiposity,
using different analysis approaches [12,53], such as flow cytometry of single isolated adipocytes
and morphometric (incl. digital image) analysis of histological sections. These studies indicated a substantial role of adipocyte cell size in health, as well as under disease conditions [12].
In particular, visceral and subcutaneous adipocytes appear to react differentially towards adiposity, indicating a fat depot specific adipocyte growth reaction pattern [12,48], which could
be relevant for the development of inflammatory alterations triggering the development of the
MetS. However, obesity associated quantitative morphological parameters of adipocytes, such
as “adipocyte size”, or differences between subcutaneous and visceral adipocytes, have yet not
been extensively studied using unbiased quantitative morphological analysis methods.
In obesity-research, 2D-morphometric data obtained by planimetric analysis of adipocyte
section profiles in histological sections of adipose tissue samples, such as the mean adipocyte
section profile-areas/diameters, or the numbers of adipocyte section profiles per section area,
are frequently used to describe adipocyte morphology [53]. These parameters can precisely
and quickly be determined in standard histology sections, using digital image analysis software, such as “Image J”. Also, in the present study, the obesity-related changes of adipocyte
morphology in s.c. and visc. adipose tissue depots of obese vs. lean minipigs were associated
with significant increases of the mean adipocyte section profile areas and diameters, respectively, with significant decreases of the numbers of adipocyte section profiles per section area.
However, 2D histomorphometric measurement data of cell section profiles are, offhand, neither equivalent to, nor can they be directly compared to 3D cell volumes and numbers, which
represent inherently different parameters [8,39,54]. 2D histomorphometric measurements of
cell section profiles in single histological sections can also not provide information about individual cell volumes, or the distribution of cell sizes in a defined tissue reference compartment.
A precise, accurate, and objective characterization and differentiation of obesity-related hyperplastic and hypertrophic adipocyte growth patterns requires, by definition, unbiased measures
of quantitative morphological parameters, namely the mean adipocyte volume, and the total
number of adipocytes. However, these quantitative morphological parameters can generally
not be determined without bias by 2D histomorphometric measurements of cell section profiles in single arbitrarily sampled histological sections [7–9,14,39,54]. Here, unbiased quantitative stereological methods, based on stochastic geometry, are required, representing the “goldstandard” for quantitative morphological analyses of biological tissues in biomedical sciences
[7–9,14,33].

Discussion of unbiased quantitative morphological analyses for
determination of adipocyte volumes and numbers
The general principles and methodologies of quantitative stereological analyses and applicable
sampling strategies have comprehensively been described in several textbooks [7,8,33,55],
reviews and studies [9,14–17,28,39,42,54] the interested reader is referred to. Early “modelbased” quantitative stereology methods use(d) (model-) assumptions about the shape, the
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shape- and size-distribution, the orientation, and the distribution of the examined tissue structures, to estimate their 3D volumes, numbers, surfaces, or lengths in histological sections.
These model-based methods are therefore, independent how close the respective estimates
may come to reality, inherently biased. In contrast, the accuracy and precision of estimates of
stereological parameters obtained by modern, unbiased (design-based, model-free) quantitative stereological methods, such as the methods featured in the present work, do not depend
on any model-assumptions, but only rely on adequate sampling designs and stereological
probes. To obtain unbiased estimates of 3D morphological parameters of the tissue structures
of interest (e.g., cell volumes, surfaces, lengths, and numbers), quantitative stereological analyses depend on “random sampling designs”, where samples are taken from strictly randomly
selected locations (i.e., each location within a given tissue reference space has the same, random, chance (equiprobability) to be actually sampled) to appropriately generate representative
samples that adequately reflect the interested features of the tissue reference compartment they
are derived from [7,8,28]. Importantly, random-, or equiprobability-sampling designs do not
require any external knowledge, such as size, shape, orientation, or spatial distribution of the
objects of interest. The accuracy (error probability) of random sampling designs is predefined
by the number and (fractional) size of the selected samples, relative to the size of the reference
space, and to the abundance and distribution of the objects of interest within the reference
space [42,56]. The efficiency of random sampling designs (i.e., the sampling effort, i.e., the necessary minimal number of samples) can significantly be improved, using systematic uniform
random (SUR) sampling strategies [28]. In SUR-sampling designs, samples (of identical size)
are selected from their corresponding reference space according to a random starting point
but with a fixed, periodic (sampling) interval. SUR-sampling designs are appropriate to unbiasedly determine quantitative morphological features of biological structures. SUR-sampling
designs are easy to apply, and, as long as the chosen sampling interval does not accidentally
coincide with a cyclical pattern of the sampled structures, they eliminate the risk of preferential
selection of objects with distinct properties, such as e.g., large volumes (i.e., a clustered selection, which would bias the obtained quantitative stereological estimates). In unbiased quantitative stereological analyses, SUR sampling designs are generally applied on all levels of
sampling, i.e., to sample tissue-specimens, -blocks, and -sections, section fields of view, and
test-fields/counting frames, warranting their unbiased representativity [8]. In contrast, “stratified sampling designs”, use prior knowledge for specification of particular properties/features
to distinguish defined subpopulations of interested structures [42]. In stratified sampling
designs, the sample size (and number) is adjusted in relation to e.g., the sizes, staining-intensities, neighborhood conditions, spatial distributions, or interspatial relationships of the objects
of interest with distinct other tissue elements. Stratified sampling designs play an important
role in image segmentation algorithms and for intensity threshold determination in immunohistochemically stained sections and are often applied in e.g., diagnostic (digital) pathology
[42].
Unbiased quantitative stereological analyses estimate 3D morphological parameters (volumes, surfaces, lengths, and numbers of the tissue structures of interest) from their corresponding volume densities. These are determined, using specific test systems, stereological
probes, and appropriately oriented 2D sections of the tissue, considering the effects of (potential) anisotropy, preferred orientation and non-uniform distribution of the tissue structure(s)
of interest in their reference compartment [7,8]. Volume-, surface-, and length densities can
be determined in single 2D tissue sections by appropriate stereological probes. In contrast,
unbiased (number weighted) estimations of mean particle volumes and particle numbers
require three-dimensional stereological test systems, such as the disector [7–9]. For calculation
of absolute quantities, the volume-, surface-, length-, or numerical volume-densities are
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multiplied with the total volume of the corresponding reference compartment, which has to be
determined in advance [16]. Some quantitative stereological approaches, such as determination of numerical volume densities with the physical disector [8,29], require consideration of
the shrinkage of the tissue, associated with the embedding of tissue samples in histological
embedding media [43]. Here, plastic embedding media, such as GMA/MMA, are preferable,
since they allow preparation of thin sections and cause a precisely determinable, uniform,
reproducible, and relatively low embedding related tissue shrinkage, as compared to paraffin
embedding [7,35,43]. Regarding the orientation of the analyzed tissue sections, it needs to be
noted, that determination of volume densities by point counting and analyses of numerical
volume densities of particles with the disector can be performed in arbitrarily oriented sections
(provided that unbiased, i.e., representative, randomly sampled sections are analyzed, and that
the examined structures of interest and their tissue reference compartment are not affected by
differential embedding related shrinkage), whereas other quantitative stereological analysis
parameters, such as surface- and length-densities may require a randomization of the section
plane orientation [8]. For estimation of surface densities, for example, vertical sampling
designs are commonly applied [57], whereas estimates of length densities require sections with
random orientation in all three dimensions of space (isotropic uniform random, or IUR sections) [8,32,40,58]. Although determination of VV(AC/ATD) and NV(AC/ATD) do not require IUR
sections, it might though be useful to apply IUR sampling designs, since all quantitative stereological parameters can be analyzed in IUR sections, thus allowing for a retrospective analysis
of any additional stereological parameters in the same sections, without the necessity to generate new sections with randomized section plane orientations.
The analysis of individual particle volumes, such as individual cell volumes within the tissue, still remains a challenging and extremely laborious task, using unbiased quantitative stereological analysis methods [8]. Indeed, the determination of individual cell volumes
(unbiased by the volume of the analyzed cell) within a tissue sample, requires the analysis of
the cells section profile areas in approximately equidistant, parallel, serial sections, completely
covering the entire vertical extension of the cell (Cavalieri’s principle) [8]. Since unilocular adipocytes in white adipose tissue are comparably large cells (with an average diameter of
often > 150 μm), this procedure requires the analysis of a large number of serial sections, and
is most cumbersome, since identification of corresponding section profiles of the same cell in
different sections becomes increasingly difficult, as higher the vertical distance of the two
examined sections is. Therefore, individual fat cell volumes determined by unbiased quantitative stereological methods have yet not been reported (whereas, some studies determined individual volumes of adipocytes in single cell suspensions generated by enzymatic separation of
adipocytes from adipose tissue samples [12,59]).
In the present study, strict sampling designs were applied for quantitative stereological analyses of adipocyte sizes, numbers, and mean volumes, to characterize the principal obesity associated quantitative morphological alterations of adipocytes in different adipose tissue depots of
the examined DIO minipig model. The volume densities of adipocytes in the different adipose
tissue depots were determined by point counting in arbitrarily oriented paraffin sections of
SUR sampled adipose tissue specimens. In tissues where differential shrinkage is not relevant,
this parameter is independent of the extent of embedding related tissue shrinkage and can be
determined without greater effort, using standard paraffin sections (volume density determination is of course also possible in sections of plastic embedded tissue samples, or in (virtual)
2D optical LSFM sections, if paraffin sections are not prepared in a given study). For determination of individual adipocyte volumes and the numerical volume densities of adipocytes
within their corresponding adipose tissue depots by LSFM-based morphological analysis, the
disector method [8,29,35] was chosen, because it warrants an unbiased, number weighted, and
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swift sampling of adipocytes for subsequent analyses directly in the volume rendered 3D
reconstruction of the LSFM imaged adipose tissue sample. For the confirmative unbiased
quantitative stereological analysis approach, the same stereological probe was used, although
the physical disector method is often considered technically complex and time consuming, as
compared to alternative unbiased quantitative stereological methods, such as e.g., fractionator
sampling designs combined with the optical disector and the nucleator [7,8]. In the present
study, the physical disector method was, subjectively, still found absolutely suitable for the
unbiased quantitative stereological analysis of adipose tissue specimen sampled from large
body fat depots. Next to the application of appropriate sampling procedures, there are essentially two relevant, technical factors that must be adequately determined to warrant the accuracy of particle volume- and number estimates obtained by physical disector analyses: the
extent of embedding-related tissue shrinkage and the factual thicknesses of the examined sections [30,35]. In the present study, the (soft) adipose tissue samples were shape-stabilized by
encasing in agar to prevent mechanical deformation/compression during the embedding process [30]. Embedding-related tissue shrinkage and section-thicknesses were precisely determined using established volumetric measurement methods [30,31], and reflectometric
measurement analysis [35], respectively, and correspondingly used for calculation of the
numerical volume estimates of adipocytes in their adipose tissue reference compartments. The
homogeneity of the extent of 3D-shrinkage related to GMA-MMA-embedding of adipose tissue samples was confirmed by the low standard deviation of shrinkage rates of individual
samples.

Discussion of LSFM-based unbiased quantitative morphological analyses of
adipocytes
Although the featured unbiased quantitative stereological analysis methods allow for an accurate estimation of relevant morphological adipocyte parameters, the application of these methods remains time intense and cumbersome. It might be for this reason, that unbiased
quantitative stereological analyses have only rarely been implemented to characterize adipocyte morphology in previous studies examining human specimens [60], or translational obesity models [61]. Therefore, we tested the applicability of 3D light sheet fluorescence
microscopy (LSFM) for quantitative morphological analyses of optically cleared adipose tissue
samples, as an efficient alternative to 2D section based unbiased quantitative stereological analysis approaches. To evaluate the comparability of the results of LSFM-based quantitative morphological analyses of cleared adipose tissue samples to the results obtained by unbiased
stereological methods, both analysis approaches were performed on adipose tissue specimens
SUR sampled from the same adipose tissue depots of the identical pigs. Previously, few other
studies have already successfully applied LSFM analyses for examination of distinct quantitative morphological parameters in other types of tissues, e.g., to count the number of glomeruli
in murine kidneys [62], to analyse the volume of bronchus associated lymphoid tissue in mice
[63], or to determine the volume and surface of fish gill lamellae [64]. A large variety of different techniques for tissue clearing has been developed [65], such as CLARITY, iDISCO,
3DISCO, FRUIT, CLEAR T [20], vDISCO [66], Adipo Clear [27], and ECi [62], optimized for
different sample types and various downstream applications. For quantitative morphological
analyses of adipose tissue samples, we used the 3DISCO technique [25], since this clearing
method works fast and produces firm, dimensionally stable, but easy to cut specimens up to
the size of several cubic centimetres. 3DISCO clearing is generally known to cause a considerable shrinkage of the cleared tissue samples [67]. In the present study, however, a constant and
regular volume decrease of adipose tissue samples of approximately ~21% was associated with
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the applied clearing and staining procedure, as determined by precise volumetric measurement methods. Interestingly, this degree of clearing related tissue shrinkage is approximately
the same, as the extent of embedding related tissue shrinkage of GMA/MMA embedded adipose tissue samples (which is generally considered to be beneficially low, as compared to other
histological embedding media, such as paraffin). Other solvent based clearing protocols, such
as iDISCO+ or Adipo-Clear reportedly cause a generally lower degree of clearing associated
tissue shrinkage [27,67,68] than the 3DISCO procedure and have been successfully applied for
clearing and 3D LSFM imaging of adipose tissue samples [27]. For quantitative morphological
analyses of adipose tissue samples, these clearing protocols might thus represent suitable alternatives to the 3DISCO method.
In 3DISCO cleared adipose tissue samples, the (adipocyte) cell membranes displayed a variably strong autofluorescence at 520/40 nm (excitation range) / 585/40 nm (emission range)
wavelength. The automatic digital image analysis of single adipocyte cell volumes in 3D reconstructions of cleared adipose tissue samples depends on the separation of cell membrane staining signals and the unstained inner space of the cell [69]. The adipocyte cell volume is
calculated from the number of voxels within the unstained (i.e., optically empty background)
centre of the cell that is completely surrounded by a continuously stained cell membrane. In
unstained 3DISCO cleared adipose tissue samples, the cell membranes of single adipocytes
could often not be detected in complete continuity, thus hindering single cell volume analyses
(if the cell membrane staining between two adjacent adipocytes is disrupted, these two cells
will be detected as one, thus producing a false individual cell volume measurement value). To
enhance the adipocyte cell membrane autofluorescence in the 3DISCO cleared tissue samples,
a simple eosin (post) staining was applied. In 3DISCO cleared and eosin-stained samples all
adipocyte cell membranes were reliably and sufficiently strong labelled. The samples could
straightforwardly be imaged by LSFM at 585/40 nm wavelength (emission range), with a 0.63–
10 magnification and a z-step height (i.e., vertical resolution) of 5 μm. A standard LSFM image
viewing and analysis software (arivis Vision4D vers. 3.0) was used to generate precise 3D sample reconstructions [69]. After digital adjustment of the staining intensity to limit the width of
the stained adipocyte cell membranes to < 1 μm, all individual adipocytes present in the examined tissue sample could be unambiguously identified.
In 3D fluorescence microscopy, the accuracy of quantitative measurements of object volumes in 3D digital images reconstructed from z-stacks of 2D optical (fluorescence) images
depends on the accuracy of the 3D image reconstruction, i.e., a precise match of the volumes
(and shapes) of the imaged objects and their digital reconstructions. Major factors causing distortion of object shapes (and correspondingly of their measured volumes) in 3D reconstructions of 2D fluorescent image piles (z-stacks) are a nonconformity of the nominal and factual
z-step size (i.e., an untrue vertical scaling), and imaging artifacts due to spherical aberration
(SA) due to refractive index (RI) differences between the imaged sample and the surrounding
medium (clearing/mounting medium, air, objective lens), as well as between different lens elements inside a fluorescence microscope [44]. Light rays passing such RI-mismatched interfaces
are focused to different points of the optical axis, causing a shift of the optical focus plane of
the imaged object. During z-stack acquisition of fluorescent images, the vertical distance that
the imaged object physically moves (i.e., the stage movement) in every z-step, is then different
from the movement of the acquired image (focus) planes, leading to artificially distorted (elongated or compressed) 3D object images, and correspondingly to incorrect object volumes [44].
In 3D LSF-microscopy, shape and volume distortions of imaged objects can be generally
addressed by using appropriate technical equipment (such as SA-corrected LSFM-objectives)
and precisely adjusted instrument settings (precise calibration of z-step height, alignment of
light sheet planes, adjustment of light sheet widths and focus settings, etc.). SA-imaging
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artifacts due to RI-mismatches can be avoided by using dipping lenses (or dipping caps) and
immersion media with RIs adapted to the RIs of the cleared tissue samples, and by correction
of SA-induced digital image distortion with appropriate algorithms [44]. In a given experiment, a potential distortion of images of biological objects of interest (such as adipocytes) can
also be examined by imaging of control (test)-objects with similar properties (shape, size, RI,
fluorescence), using the same instrument settings for image acquisition, volume rendering and
image analysis. In the present study, diverse technical and methodological precautions were
taken to avoid image-distortion and correspondingly incorrect adipocyte volume measurement results, including precise control of the z-step advance, adequate adjustment and control
of LSFM-instrument settings and image (pixel/voxel-size) scaling. To minimize SA-imaging
artifacts due to RI-mismatches, the objective was equipped with an optimized dipping cap,
and the same chemical (BABB, RI: 1.56) [70] was used as solvent for clearing, and as submersion medium for imaging of adipose tissue samples. The realistic rendering of object shapes
and volumes in digital 3D-LSFM reconstructions was additionally confirmed by imaging and
volumetric image-analysis of fluorescently labelled, spherical, polystyrene (RI: 1.59) microparticles (i.e., comparable to the RI of solvent-cleared tissue samples [44]) with precisely defined
diameters of ~100 μm (i.e., comparable to the size of adipocytes), using the exactly same instrument-, image-acquisition, and analysis-settings, as for analysis of the adipose tissue samples.
For determination of VV(AC/ATD) and NV(AC/ATD) in 3D LSFM autofluorescence images of
the optically cleared adipose tissue samples, the same stereological probe (i.e., disector analyses
in SUR sampled fields of view) was applied, as in the unbiased quantitative stereological analysis approach, ensuring the unbiasedness of the quantitative morphological LSFM
measurements.
The used arivis Vision4D (vers. 3.0) imaging and analysis software does not feature integrated specific application tools for SUR sampling, point counting, disector analyses with
unbiased counting frames, or other quantitative stereological probes [69] (therefore, in the
view of the authors, a “stereology-add-on” for the arivis Vision4D software would be beneficial).
However, the application of these stereological probes was supported by advantageous functions of the arivis Vision4D software, such as the “split screen” function, or the “Magic Wand”
tool. The split screen function allowed for a side-by-side view of two analysis windows of the
same 3D LSFM dataset, enabling a parallel, independent view of two different, determinable,
optical section planes of the identical 3D tissue sample reconstruction for the disector. Combined with the “Magic Wand” tool, for labelling of individual cells in the 3D sample reconstruction, an unbiased, number weighed disector sampling of adipocytes could efficiently be
performed. The “Magic Wand” tool also allowed a rapid analysis of the individual cell volumes
(and other quantitative morphometric parameters, such as surface area) of the sampled
adipocytes.
The (shrinkage corrected) measurement values of adipocyte numbers and volumes in s.c.and visc.-adipose tissue samples of lean and obese pigs assessed by LSFM-based analyses and
by unbiased quantitative stereological analyses were virtually equal, thus proving the suitability
of LSFM-based analyses for precise and unbiased determination of relevant quantitative morphological adipocyte parameters.

Discussion of the advantages of LSFM-based analyses of adipocyte volumes
and numbers
In contrast to the elaborate tissue processing and analysis steps associated with 2D section
based unbiased quantitative stereological analyses (plastic-embedding of tissue samples, preparation of thin section series, analysis of section thicknesses, physical disector analyses), the
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clearing, LSFM imaging and subsequent digital quantitative morphological analyses of adipose
tissue samples required significantly less time, workload, and material costs. Particularly, the
straightforward disector-sampling process of adipocytes in virtual 3D-adipose tissue reconstructions and the direct digital volume analysis of the sampled adipocytes was (subjectively)
far less cumbersome and more certain than the sampling and counting process of adipocyte
nuclei in physical disector section pairs. Most remarkably, LSFM analysis also enables unbiased measurements of individual adipocyte volumes. In contrast, determination of individual
fat cell volumes with (2D-section-based) quantitative stereological analysis methods has so far
not been possible with reasonable technical effort. Due to the (comparably large) size of adipocytes, the applied vertical resolution (step size) of ~5 μm was small enough to provide sufficiently accurate measurements of individual adipocyte cell volumes in 3D LSFM image
reconstructions. Thus, for the first time, it is now possible to monitor not only obesity associated changes of the mean adipocyte cell volume within intact tissue samples, but also to detect
changes in the size distribution of the adipocytes in a defined adipose tissue depot (which even
might not cause a net change of the mean fat cell volume). This way, subpopulations of adipocytes could be identified, which might display differential hyperplastic and hypertrophic
growth reaction patterns, metabolic capacities and pro-inflammatory properties in different
body fat depots in states of hypercaloric nutrition and developing obesity [12].

Discussion of obesity-associated, fat depot specific alterations of adipocyte
growth patterns in the Göttingen minipig DIO model
The results of the present study objectively prove, that the obesity related volume increase of
the subcutaneous and visceral adipose tissue depots in DIO Göttingen minipigs is due to different, depot specific adipocyte growth reaction patterns. Adipocytes in the subcutaneous adipose tissue of obese animals displayed a comparatively balanced ratio of hyperplastic (i.e., an
increase of cell numbers) and hypertrophic (i.e., an increase of the cell size, characterized by
the mean adipocyte volume) growth reaction patterns. In contrast, the adiposity related
increase of the visceral adipose tissue depot in obese animals was characterized by a disproportionally marked increase of the mean adipocyte volume, paralleled by an only minimal and
insignificant increase of the total number of adipocytes. In the present study, the largest adipocytes in the visceral adipose tissue depot of obese pigs displayed individual cell volumes of
more than 15 x 106 μm3, exceeding the mean volume of subcutaneous adipocytes in obese
minipigs by more than 7-fold. The morphologically different growth reaction patterns of subcutaneous and visceral adipocytes during development of obesity might provide a possible
explanation for the pathogenesis of the inflammatory lesions exclusively occurring in the visceral adipose tissue. An excessive (individual or general) enlargement of adipocytes might disturb the (mechanical) stability of the adipose tissue and expose enlarged adipocytes to
increased shear stress [12,71,72], as soon as a “critical” cell size is reached. This might probably
induce altered adipocytokine expression patterns, triggering the development of an inflammatory milieu with activation of resident macrophages and attraction of infiltrating inflammatory
cells, or directly lead to adipocyte degradation [12]. Previous studies have already demonstrated a correlation between obesity associated adipocyte cell hypertrophy and impaired insulin mediated glucose uptake and increased lipolysis [73], predicting pathological conditions
such as insulin resistance and type 2 diabetes [73–77]. Obesity related adipocyte hypertrophy
was also shown to be positively correlated with the expression of inflammatory genes [78],
increased pro-inflammatory adipokine secretion (e.g., IL-6, IL-8, MCP-1) [79], and reduced
secretion of anti-inflammatory adipokines (e.g., adiponectin), contributing to an increased
inflammatory response in adipose tissue [80].
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Previous studies have indicated that not only the metabolic state and the pro-inflammatory
attributes of hypertrophied adipocytes are altered in states of obesity, but also those of
increased proportions of small adipocytes with impaired adipogenesis and/or terminal differentiation [81–83]. In the examined DIO minipig model, the relative size distribution patterns
of individual adipocytes in s.c.- and visc.- adipose tissue depots did not considerably vary
between lean and obese pigs. These findings indicate a largely homogenous volume increase of
individual visceral adipocytes during development of adiposity, exclusively mediated by cellular hypertrophy. In contrast, the normal distribution of individual adipocyte volumes in the
subcutaneous adipose tissue of obese minipigs was maintained by balanced hypertrophic and
hyperplastic adipocyte growth patterns. Thereby, these findings also demonstrate that significant changes of either cell numbers or cell volumes do not necessarily also manifest in altered
size distributions, or vice versa.

Limitations of the study
Currently, the technical equipment, the configuration of hardware elements, and the performance capabilities of different LSFM-platforms in different laboratories are not standardized.
Different optical parameters of the installed objectives (dry-lenses vs. dipping-lenses, different
magnification-ranges and numerical apertures, adaption of objectives to immersion liquids of
distinct refractive index-ranges, etc.), variable light sheet dimensions and geometries, different
emission/excitation wavelength ranges, different instrument settings (including z-stage calibration), and camera properties might cause variable image qualities, resolution capacities,
and potentially imaging artifacts. These factors can not only impede accurate quantitative measurements of adipocyte volumes, but also hinder a precise reproduction of LSFM-based quantitative morphological measurement results with different LSFM-systems. In a given study,
LSFM-based quantitative morphological analyses of different adipose tissue samples should
therefore be performed on identically processed tissue samples, using the same LSFM-instrument and analysis settings. Since a standardization of the currently used LSFM-systems and
the optical properties of their components is yet not achieved, any studies reporting quantitative morphological measurement data obtained by LSFM-analysis should precisely indicate all
relevant technical details of the used LSFM-instrument. Additionally, the experimental design
of such studies should schedule LSFM-imaging and analysis of appropriate shape- and volume
controls (i.e., test objects, such as the fluorescent polystyrene beads used in the present study)
to confirm the general correctness of 3D-LSFM measurement results.
As a second seeming limitation of the described LSFM-approach, adipocytes are only identified by their cell-membrane autofluorescence signal (intensified by eosin-staining). Differentiation of adipocytes and other tissue structures, such as vessels, strands of connective tissue
(Fig 4B), or other cell types, thus solely depends on their characteristic shape. However, this
theoretical disadvantage is compensated by the possibility to watch the tissue/cell morphology
in 3D. For the purpose of volume analysis of (unilocular) adipocytes in cleared adipose tissue
samples, detection of cell-membrane autofluorescence by LSFM (without additional elaborate
and expensive cell-type specific labelling procedures) was therefore considered a fast, efficient,
and absolutely sufficient approach. However, if cell nuclei or different cell types/tissue structures have to be specifically labeled and analyzed in an LSFM-experiment (e.g., for differentiation of different subtypes of uni-or multilocular adipocytes, or inflammatory cells), other
appropriate clearing methods and labelling protocols have to be applied and adapted to the
given experimental design [27,41].
Finally, the present study examined adipocyte morphology in a pig-model of DIO, whereas
the majority of translational obesity research is currently performed using rodent models. The
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application of the described LSFM-approach for adipocyte volume- and number analysis in e.
g., mice would therefore require an adaption of the used (SUR)-sampling regime to the smaller
volume of the examined adipose tissue depots and the corresponding numbers of sampled tissue locations. However, application of the described clearing/staining protocol and the LSFMimaging- and analysis-procedures is principally also possible in murine adipose tissue samples,
as murine and porcine unilocular adipocytes display a similar morphology (S5 Fig) and their
cell volumes are principally in the same order of magnitude.

Perspectives of LSFM-based quantitative morphological adipocyte analyses
Next to the determination of adipocyte volumes and numbers in cleared adipose tissue samples, 3D-LSFM analyses also provide the possibility for comprehensive analyses of additional
qualitative-, and quantitative morphological adipocyte parameters, such as shape, shape variability, surface, isotropy, etc. Alterations of these parameters might also be relevant for adipocyte (dys)function in obesity (e.g., by affecting the shear-stress-stability of hypertrophied
adipocytes), and/or used as morphological markers of metabolic disease states in translational
obesity models. In future studies, combination the described LSFM-approach for adipocyte
volume- and number analyses with additional specific fluorescence labelling and tissue clearing techniques will also allow detailed quantitative and spatial analyses of different cell populations in adipose tissue samples, e.g., by using specific markers of white (unilocular), beige, or
brown (multilocular) adipocytes, or different inflammatory cell types.

Conclusion
LSFM-based analyses can be recommended as an elegant and efficient approach for comprehensive quantitative characterization of adipocyte morphology in future studies, probably also
in other species. Of note, LSFM of 3DISCO cleared tissue samples can also be combined with
other imaging modalities, such as histology, immunohistochemistry, or mass spectrometry
imaging, and also works using paraffin-embedded tissue samples, e.g., from pathology archives
[84]. The swift determinability of accurate numerical values of adipocyte numbers and (individual) volumes can undoubtedly significantly contribute to increase the effectiveness of a
study, e.g., by correlation of quantitative morphological adipocyte parameters with transcript
profiling-, proteomic-, lipidomic-, or metabolomic analysis data, or measurements of inflammatory cytokines and hormones analyzed in the same adipose tissue samples, or with systemic
marker concentrations, or clinical outcomes. We are currently considering performing such
multi-OMICS studies on biobank adipose tissue samples of our DIO minipig model to further
clarify the relationship(s) between obesity associated morphological changes of fat cells and
their corresponding molecular function profiles in defined adipose tissue depots.

Supporting information
S1 Fig. Systematic uniform random (SUR) sampling for generation of representative adipose tissue samples for downstream quantitative morphological analyses.
(TIF)
S2 Fig. Determination of the volume density and total volume of adipocytes in adipose tissue depots.
(TIF)
S3 Fig. Estimation and correction of embedding related tissue shrinkage.
(TIF)
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S4 Fig. Control of correct LSFM-image (pixel/voxel-size) scaling/calibration for realistic
object shape- and volume-rendering in digital 3D-LSFM image reconstructions.
(TIF)
S5 Fig. Demonstration of the principal similarity of the morphology of adipocytes in histological sections and LSFM-images from murine and porcine subcutaneous adipose tissue
samples.
(TIF)
S1 Video. LSFM 3D reconstruction of a 3DISCO cleared porcine subcutaneous adipose tissue sample.
(MP4)
S1 File. Step-by-step protocol for disector sampling and volume analysis of adipocytes
with the arivis Vision4D imaging and analysis software.
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Rüdiger Wanke, Andreas Blutke.

References
1.

Kelly T., et al., Global burden of obesity in 2005 and projections to 2030. Int J Obes (Lond), 2008. 32
(9): p. 1431–7. https://doi.org/10.1038/ijo.2008.102 PMID: 18607383

2.

Porter S.A., et al., Abdominal subcutaneous adipose tissue: A protective fat depot? Diabetes Care,
2009. 32(6): p. 1068–75. https://doi.org/10.2337/dc08-2280 PMID: 19244087

3.

Chawla A., Nguyen K.D., and Goh Y.P., Macrophage-mediated inflammation in metabolic disease. Nat
Rev Immunol, 2011. 11(11): p. 738–49. https://doi.org/10.1038/nri3071 PMID: 21984069

4.

Fuchs T., et al., Animal models in metabolic syndrome. Rev Col Bras Cir, 2018. 45(5): p. e1975. https://
doi.org/10.1590/0100-6991e-20181975 PMID: 30379216

5.

Aigner B., et al., Transgenic pigs as models for translational biomedical research. Journal of Molecular
Medicine, 2010. 88(7): p. 653–664. https://doi.org/10.1007/s00109-010-0610-9 PMID: 20339830

6.

Renner S., et al., Metabolic syndrome and extensive adipose tissue inflammation in morbidly obese
Göttingen minipigs. Mol Metab, 2018. 16: p. 180–190. https://doi.org/10.1016/j.molmet.2018.06.015
PMID: 30017782

7.

Gundersen H.J.G., et al., Stereological principles and sampling procedures for toxicologic pathologists,
in Haschek and Rousseaux´s Handbook of Toxicologic Pathology Haschek W.M.e.a., Editor. 2013,
Academic Press. INC.: London. p. 215–286.

8.

Howard C.V. and Reed M.G., Unbiased Stereology. 2 ed. 2005, Coleraine, UK: QTP Publications.
278.

9.

West M.J., Introduction to stereology. Cold Spring Harb Protoc, 2012. 2012(8). https://doi.org/10.1101/
pdb.top070623 PMID: 22854572

10.

Blutke A., et al., Growth hormone (GH)-transgenic insulin-like growth factor 1 (IGF1)-deficient mice
allow dissociation of excess GH and IGF1 effects on glomerular and tubular growth. Physiol Rep, 2016.
4(5). https://doi.org/10.14814/phy2.12709 PMID: 26997624

11.

Hoeflich A., et al., Insulin-like growth factor binding protein 2 (IGFBP-2) separates hypertrophic and
hyperplastic effects of growth hormone (GH)/IGF-I excess on adrenocortical cells in vivo. FASEB J,
2002. 16(13): p. 1721–31. https://doi.org/10.1096/fj.02-0349com PMID: 12409314

12.

Stenkula K.G. and Erlanson-Albertsson C., Adipose cell size: Importance in health and disease. Am J
Physiol Regul Integr Comp Physiol, 2018. 315(2): p. R284–R295. https://doi.org/10.1152/ajpregu.
00257.2017 PMID: 29641234

13.

Madsen K.M., The art of counting. J Am Soc Nephrol, 1999. 10(5): p. 1124–5. PMID: 10232699

14.

Wanke R., Stereology—benefits and pitfalls. Exp Toxicol Pathol, 2002. 54(2): p. 163–4. https://doi.org/
10.1078/0940-2993-00223 PMID: 12211638

15.

Boyce R.W., et al., Design-based stereology: Introduction to basic concepts and practical approaches
for estimation of cell number. Toxicol Pathol, 2010. 38(7): p. 1011–25. https://doi.org/10.1177/
0192623310385140 PMID: 21030683

16.

Tschanz S., Schneider J.P., and Knudsen L., Design-based stereology: Planning, volumetry and sampling are crucial steps for a successful study. Ann Anat, 2014. 196(1): p. 3–11. https://doi.org/10.1016/
j.aanat.2013.04.011 PMID: 23769130

17.

Nyengaard J.R., Stereologic methods and their application in kidney research. J Am Soc Nephrol,
1999. 10(5): p. 1100–23. PMID: 10232698

18.

Pakkenberg B., et al., Editorial: Neurostereology. Front Neuroanat, 2019. 13: p. 42. https://doi.org/10.
3389/fnana.2019.00042 PMID: 31057371

19.

Elisa Z., et al., Technical implementations of light sheet microscopy. Microsc Res Tech, 2018(81): p.
941–958. https://doi.org/10.1002/jemt.22981 PMID: 29322581

20.

Feuchtinger A., Walch A., and Dobosz M., Deep tissue imaging: A review from a preclinical cancer
research perspective. Histochem Cell Biol, 2016. 146(6): p. 781–806. https://doi.org/10.1007/s00418016-1495-7 PMID: 27704211

PLOS ONE | https://doi.org/10.1371/journal.pone.0248594 March 16, 2021

28 / 31

PLOS ONE

Quantitative morphological analysis of adipose tissue by light sheet fluorescence microscopy

21.

Whitehead L.W., et al., The reinvention of twentieth century microscopy for three-dimensional imaging.
Immunol Cell Biol, 2017. 95(6): p. 520–524. https://doi.org/10.1038/icb.2017.36 PMID: 28446796

22.

Garvalov B. and Ertürk A., Seeing whole-tumour heterogeneity. Nature Biomedical Engineering, 2017.
1: p. 772–774. https://doi.org/10.1038/s41551-017-0150-5 PMID: 31015596

23.

Zhao S., et al., Cellular and molecular probing of intact human organs. Cell, 2020. 180(4): p. 796–812
e19. https://doi.org/10.1016/j.cell.2020.01.030 PMID: 32059778

24.

Kennel P., et al., From whole-organ imaging to in-silico blood flow modeling: A new multi-scale network
analysis for revisiting tissue functional anatomy. PLoS Comput Biol, 2020. 16(2): p. e1007322. https://
doi.org/10.1371/journal.pcbi.1007322 PMID: 32059013

25.

Erturk A., et al., Three-dimensional imaging of solvent-cleared organs using 3DISCO. Nat Protoc, 2012.
7(11): p. 1983–95. https://doi.org/10.1038/nprot.2012.119 PMID: 23060243

26.

Tanaka N., et al., Whole-tissue biopsy phenotyping of three-dimensional tumours reveals patterns of
cancer heterogeneity. Nature Biomedical Engineering, 2017. 1: p. 796–806. https://doi.org/10.1038/
s41551-017-0139-0 PMID: 31015588

27.

Chi J., et al., Adipo-Clear: A tissue clearing method for three-dimensional imaging of adipose tissue. J
Vis Exp, 2018(137). https://doi.org/10.3791/58271 PMID: 30102289

28.

Gundersen H.J. and Jensen E.B., The efficiency of systematic sampling in stereology and its prediction.
J Microsc, 1987. 147(Pt 3): p. 229–63. https://doi.org/10.1111/j.1365-2818.1987.tb02837.x PMID:
3430576

29.

Sterio D.C., The unbiased estimation of number and sizes of arbitrary particles using the disector. J
Microsc, 1984. 134(Pt 2): p. 127–36. https://doi.org/10.1111/j.1365-2818.1984.tb02501.x PMID:
6737468

30.

Albl B., et al., Tissue sampling guides for porcine biomedical models. Toxicol Pathol, 2016. 44(3): p.
414–20. https://doi.org/10.1177/0192623316631023 PMID: 26883152

31.

Blutke A. and Wanke R., Sampling strategies and processing of biobank tissue samples from porcine
biomedical models. J Vis Exp, 2018(133). https://doi.org/10.3791/57276 PMID: 29578524

32.

Mattfeldt T., et al., Estimation of surface area and length with the orientator. J Microsc, 1990. 159(Pt 3):
p. 301–17. https://doi.org/10.1111/j.1365-2818.1990.tb03036.x PMID: 2243364

33.

Weibel E.R., Stereological methods. I. Practical methods for biologicalmorphometry. 1979, London:
Academic Press.

34.

Scherle W., A simple method for volumetry of organs in quantitative stereology. Mikroskopie, 1970. 26
(1): p. 57–60. PMID: 5530651

35.

Matenaers C., et al., Practicable methods for histological section thickness measurement in quantitative
stereological analyses. PLoS One, 2018. 13(2): p. e0192879. https://doi.org/10.1371/journal.pone.
0192879 PMID: 29444158

36.

Gundersen H.J., Notes on the estimation of the numerical density of arbitrary profiles: The edge effect.
Journal of Microscopy, 1977. 111: p. 219–223.

37.

Gundersen H.J., Stereology of arbitrary particles. A review of unbiased number and size estimators and
the presentation of some new ones, in memory of William R. Thompson. J Microsc, 1986. 143(Pt 1): p.
3–45. PMID: 3761363

38.

Hermanns W., Liebig K., and Schulz L.C., Postembedding immunohistochemical demonstration of antigen in experimental polyarthritis using plastic embedded whole joints. Histochemistry, 1981. 73(3): p.
439–46. https://doi.org/10.1007/BF00495658 PMID: 7035413

39.

Slomianka L., Basic quantitative morphological methods applied to the central nervous system. J Comp
Neurol, 2021. 529(4): p. 694–756. https://doi.org/10.1002/cne.24976 PMID: 32639600

40.

Mattfeldt T., Mobius H.J., and Mall G., Orthogonal triplet probes: An efficient method for unbiased estimation of length and surface of objects with unknown orientation in space. J Microsc, 1985. 139(Pt 3):
p. 279–89. https://doi.org/10.1111/j.1365-2818.1985.tb02644.x PMID: 3908688

41.

Chi J., et al., Three-Dimensional Adipose Tissue Imaging Reveals Regional Variation in Beige Fat Biogenesis and PRDM16-Dependent Sympathetic Neurite Density. Cell Metab, 2018. 27(1): p. 226–236
e3. https://doi.org/10.1016/j.cmet.2017.12.011 PMID: 29320703

42.

Kayser K., et al., Theory of sampling and its application in tissue based diagnosis. Diagn Pathol, 2009.
4: p. 6. https://doi.org/10.1186/1746-1596-4-6 PMID: 19220904

43.

Dorph-Petersen K.A., Nyengaard J.R., and Gundersen H.J., Tissue shrinkage and unbiased stereological estimation of particle number and size. J Microsc, 2001. 204(Pt 3): p. 232–46. https://doi.org/10.
1046/j.1365-2818.2001.00958.x PMID: 11903800

PLOS ONE | https://doi.org/10.1371/journal.pone.0248594 March 16, 2021

29 / 31

PLOS ONE

Quantitative morphological analysis of adipose tissue by light sheet fluorescence microscopy

44.

Diel E.E., Lichtman J.W., and Richardson D.S., Tutorial: avoiding and correcting sample-induced spherical aberration artifacts in 3D fluorescence microscopy. Nat Protoc, 2020. 15(9): p. 2773–2784. https://
doi.org/10.1038/s41596-020-0360-2 PMID: 32737465

45.

Kahn B.B. and Flier J.S., Obesity and insulin resistance. J Clin Invest, 2000. 106(4): p. 473–81. https://
doi.org/10.1172/JCI10842 PMID: 10953022

46.

Williams P.T. and Krauss R.M., Associations of age, adiposity, menopause, and alcohol intake with
low-density lipoprotein subclasses. Arterioscler Thromb Vasc Biol, 1997. 17(6): p. 1082–90. https://doi.
org/10.1161/01.atv.17.6.1082 PMID: 9194758

47.

Head G.A., et al., Central nervous system dysfunction in obesity-induced hypertension. Curr Hypertens
Rep, 2014. 16(9): p. 466. https://doi.org/10.1007/s11906-014-0466-4 PMID: 25090962

48.

Tchkonia T., et al., Mechanisms and metabolic implications of regional differences among fat depots.
Cell Metab, 2013. 17(5): p. 644–656. https://doi.org/10.1016/j.cmet.2013.03.008 PMID: 23583168

49.

IDF, The IDF consensus worldwide definition of the metabolic syndrome, in IDF communications. 2006:
Brussels, Belgium.

50.

Huh J.Y., et al., Crosstalk between adipocytes and immune cells in adipose tissue inflammation and
metabolic dysregulation in obesity. Mol Cells, 2014. 37(5): p. 365–71. https://doi.org/10.14348/
molcells.2014.0074 PMID: 24781408

51.

Mancuso P., The role of adipokines in chronic inflammation. Immunotargets Ther, 2016. 5: p. 47–56.
https://doi.org/10.2147/ITT.S73223 PMID: 27529061

52.

Longo M., et al., Adipose tissue dysfunction as determinant of obesity-associated metabolic complications. Int J Mol Sci, 2019. 20(9). https://doi.org/10.3390/ijms20092358 PMID: 31085992

53.

Parlee S.D., et al., Quantifying size and number of adipocytes in adipose tissue. Methods Enzymol,
2014. 537: p. 93–122. https://doi.org/10.1016/B978-0-12-411619-1.00006-9 PMID: 24480343

54.

Brown D.L., Bias in image analysis and its solution: Unbiased stereology. J Toxicol Pathol, 2017. 30(3):
p. 183–191. https://doi.org/10.1293/tox.2017-0013 PMID: 28798525

55.

Weibel E.R., Stereological Methods II. Theoretical foundations. 1980, London: Academic Press.

56.

Kayser K., et al., AI (artificial intelligence) in histopathology—from image analysis to automated diagnosis. Folia Histochem Cytobiol, 2009. 47(3): p. 355–61. https://doi.org/10.2478/v10042-009-0087-y
PMID: 20164018

57.

Baddeley A.J., Gundersen H.J., and Cruz-Orive L.M., Estimation of surface area from vertical sections.
J Microsc, 1986. 142(Pt 3): p. 259–76. https://doi.org/10.1111/j.1365-2818.1986.tb04282.x PMID:
3735415

58.

Nyengaard J.R. and Gundersen H.J.G., The isector: A simple and direct method for generating isotropic, uniform random sections from small specimens. Journal of Microscopy, 1992. 165(3): p. 427–431.

59.

Model M.A., Methods for cell volume measurement. Cytometry A, 2018. 93(3): p. 281–296. https://doi.
org/10.1002/cyto.a.23152 PMID: 28622449

60.

Cuellar E. and Solis L., First use of stereology to quantify the survival of fat autografts. Image Anal
Stereol 2005. 24: p. 187–193.

61.

Aslan H., et al., Effect of a high fat diet on quantitative features of adipocytes in the omentum: An experimental, stereological and ultrastructural study. Obes Surg, 2006. 16(11): p. 1526–34. https://doi.org/
10.1381/096089206778869942 PMID: 17132420

62.

Klingberg A., et al., Fully automated evaluation of total glomerular number and capillary tuft size in
nephritic kidneys using lightsheet microscopy. J Am Soc Nephrol, 2017. 28(2): p. 452–459. https://doi.
org/10.1681/ASN.2016020232 PMID: 27487796

63.

Mzinza D.T., et al., Application of light sheet microscopy for qualitative and quantitative analysis of bronchus-associated lymphoid tissue in mice. Cell Mol Immunol, 2018. 15(10): p. 875–887. https://doi.org/
10.1038/cmi.2017.150 PMID: 29429996

64.

Fiedler S., et al., A practical guide to unbiased quantitative morphological analyses of the gills of rainbow trout (Oncorhynchus mykiss) in ecotoxicological studies. PLoS One, 2020. 15(12): p. e0243462.
https://doi.org/10.1371/journal.pone.0243462 PMID: 33296424

65.

Azaripour A., et al., A survey of clearing techniques for 3D imaging of tissues with special reference to
connective tissue. Prog Histochem Cytochem, 2016. 51(2): p. 9–23. https://doi.org/10.1016/j.proghi.
2016.04.001 PMID: 27142295

66.

Cai R., et al., Panoptic imaging of transparent mice reveals whole-body neuronal projections and skullmeninges connections. Nat Neurosci, 2018. https://doi.org/10.1038/s41593-018-0301-3 PMID:
30598527

PLOS ONE | https://doi.org/10.1371/journal.pone.0248594 March 16, 2021

30 / 31

PLOS ONE

Quantitative morphological analysis of adipose tissue by light sheet fluorescence microscopy

67.

Vigouroux R.J., Belle M., and Chedotal A., Neuroscience in the third dimension: Shedding new light on
the brain with tissue clearing. Mol Brain, 2017. 10(1): p. 33. https://doi.org/10.1186/s13041-017-0314-y
PMID: 28728585

68.

Renier N., et al., Mapping of brain activity by automated volume analysis of immediate early genes.
Cell, 2016. 165(7): p. 1789–1802. https://doi.org/10.1016/j.cell.2016.05.007 PMID: 27238021

69.

arivis-AG, arivis Vision4D Basic Guide, a. AG, Editor. 2018. p. 112.

70.

Richardson D.S. and Lichtman J.W., Clarifying Tissue Clearing. Cell, 2015. 162(2): p. 246–257. https://
doi.org/10.1016/j.cell.2015.06.067 PMID: 26186186

71.

Drenckhan W. and Hutzler S., Structure and energy of liquid foams. Adv Colloid Interface Sci, 2015.
224: p. 1–16. https://doi.org/10.1016/j.cis.2015.05.004 PMID: 26233494

72.

Siber A. and Ziherl P., Cellular patterns. 1 ed. 2017: CRC Press.

73.

McLaughlin T., et al., Adipose cell size and regional fat deposition as predictors of metabolic response
to overfeeding in insulin-resistant and insulin-sensitive humans. Diabetes, 2016. 65(5): p. 1245–54.
https://doi.org/10.2337/db15-1213 PMID: 26884438

74.

Laforest S., et al., Adipocyte size as a determinant of metabolic disease and adipose tissue dysfunction.
Crit Rev Clin Lab Sci, 2015. 52(6): p. 301–13. https://doi.org/10.3109/10408363.2015.1041582 PMID:
26292076

75.

Johannsen D.L., et al., Effect of 8 weeks of overfeeding on ectopic fat deposition and insulin sensitivity:
Testing the "adipose tissue expandability" hypothesis. Diabetes Care, 2014. 37(10): p. 2789–97.
https://doi.org/10.2337/dc14-0761 PMID: 25011943

76.

Jacobsson B. and Smith U., Effect of cell size on lipolysis and antilipolytic action of insulin in human fat
cells. J Lipid Res, 1972. 13(5): p. 651–6. PMID: 5075509

77.

Laurencikiene J., et al., Regulation of lipolysis in small and large fat cells of the same subject. J Clin
Endocrinol Metab, 2011. 96(12): p. E2045–9. https://doi.org/10.1210/jc.2011-1702 PMID: 21994963

78.

Bahceci M., et al., The correlation between adiposity and adiponectin, tumor necrosis factor alpha, interleukin-6 and high sensitivity C-reactive protein levels. Is adipocyte size associated with inflammation in
adults? J Endocrinol Invest, 2007. 30(3): p. 210–4. https://doi.org/10.1007/BF03347427 PMID:
17505154

79.

Skurk T., et al., Relationship between adipocyte size and adipokine expression and secretion. J Clin
Endocrinol Metab, 2007. 92(3): p. 1023–33. https://doi.org/10.1210/jc.2006-1055 PMID: 17164304

80.

Weyer C., et al., Enlarged subcutaneous abdominal adipocyte size, but not obesity itself, predicts type
II diabetes independent of insulin resistance. Diabetologia, 2000. 43(12): p. 1498–506. https://doi.org/
10.1007/s001250051560 PMID: 11151758

81.

McLaughlin T., et al., Inflammation in subcutaneous adipose tissue: Relationship to adipose cell size.
Diabetologia, 2010. 53(2): p. 369–77. https://doi.org/10.1007/s00125-009-1496-3 PMID: 19816674

82.

McLaughlin T., et al., Subcutaneous adipose cell size and distribution: Relationship to insulin resistance
and body fat. Obesity (Silver Spring), 2014. 22(3): p. 673–80. https://doi.org/10.1002/oby.20209 PMID:
23666871

83.

McLaughlin T., et al., Enhanced proportion of small adipose cells in insulin-resistant vs insulin-sensitive
obese individuals implicates impaired adipogenesis. Diabetologia, 2007. 50(8): p. 1707–15. https://doi.
org/10.1007/s00125-007-0708-y PMID: 17549449

84.

Blutke A., et al., Light sheet fluorescence microscopy guided MALDI-imaging mass spectrometry of
cleared tissue samples. Sci Rep, 2020. 10(1): p. 14461. https://doi.org/10.1038/s41598-020-71465-1
PMID: 32879402

PLOS ONE | https://doi.org/10.1371/journal.pone.0248594 March 16, 2021

31 / 31

